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18871 | Anti-Human | DNMT-1 (DNA Methyltransferase-1) Rabbit IgG Affinity Purify O #2ug/mL | 100 uG | ¥48,000
18861 | Anti-Human | MBD2 (Methyl-CpG-Binding Protein 2) Rabbit IgG Affinity Purify O #2ug/mL | 100 uG | ¥48,000
10281 | Anti-Human | MBD3 (Methyl-CpG-Binding Protein 3) (3A3) | Mouse IgG MoAb O #0.1¢g/mL| 100 uG | ¥48,000
10171 | Anti-Human | OGG1 (7E2) Mouse IgG MoAb O 1ug/mL 100 uG | ¥58,000
10161 | Anti-Human | Rad51 (1B1) Mouse IgG MoAb O 1upg/mL 100 uG | ¥48,000
18791 Anti- RET Finger Protein (RFP) Rabbit IgG Affinity Purify O 1~5ug/mL | 100 uG | ¥58,000
18761 | Anti-Human | Sir2/SIRT1 (Silent information regulator 2) Rabbit IgG Affinity Purify O #3ug/mL | 100 uG | ¥58,000

¥ 18761 1T Yetalh - SUEILIEIC LA A 3% 18791 Sl PhFRIEIC b ]

YIRY709T717W

k 1 3 AR 3
0 v kD KD 1 2 3 4 & 8 1 2 1 2 % a4 §
- L kD
204 — 114
[ — 847 114 — L 140 —
84.7 — BT — 17—
122 — 8 . . e iy - S| ———
102 — e o 0 = - 80 — s
E ol 325~ s e
50 — . 2 g —
257~ . — zs —
. Lo 13
1. Hela-s3 = & Inbaibcation of (GG prolen prodeced by vl 9E T 49—
2. 8Y 168 - 16.8 — [ ¢ parelas
) U PLISTI VECHE (PCEHGAY) Slone
3. HT-29 Z Veckors concsnng Tie 198 18 CONA B — 1: Hela-S3  4: SY
1: MBDZa-Flag / COS Lysate 1:MBD2a-Flag | COS Lysate [ g gy o e fres 2HT:28 5 MKNAS
2: MBD3-Flag / COS Lysate 2: MBD3-Flag | COS Lysate bdanblicatin of QGG probein gesproduced in 3: HL-BD

EEXik

1 Conteal [mock Tearmfactint}
REHIT ol b 3 sl
SRS B S1FLAGACOS Tramsdectant
& with B vechor Bype 1aipeDMAY

B it B vecior Bype Db DMAS

18861 1. Zhang Y, Ng HH, Erdjument-Bromage H, Tempst P, Bird A, Reinberg D. Analysis of the NuRD subunits reveals a histone deacetylase core complex and
a connection with DNA methylation. Genes Dev. 1999 Aug 1;13(15):1924-35
10281 1. Zhang Y, Ng HH, Erdjument-Bromage H, Tempst P, Bird A, Reinberg D.  Analysis of the NuRD subunits reveals a histone deacetylase core complex
and a connection with DNA methylation. Genes Dev. 1999 Aug 1;13(15):1924-35.
10171 1. Shinmura K., et al. Expression of the OGG1-type 1a (nuclear form) protein in cancerous and non-cancerous human cells. Int. J. of Oncology 2000 : 16,
701-707
10161 1. Shinohara A. et al. Homologous recombination and the role of double-strand breaks. Trends Biol. Sci. 1995 20: 387-391.
2. Kowalczykowski S. C. et al. Homologous pairing and DNA strand- exchange protein. Annu. Rev. Biochem. 1994 63: 991-1043.
3. Sharan S. K. et al. Embryonic lethality and regulation of hypersensitivity mediated by Rad51 in mice lacking Brca2. Nature 1997 386: 804-810.
4. Yuan Z. M. regulation of Rad51 function by c-Abl in response to DNA damage. J. Biol. Chem. 1998 273: 3799-3802.
18791 1. Shimono Y, Murakami H, Hasegawa Y, Takahashi M. RET finger protein is a transcriptional repressor and interacts with enhancer of polycomb that has
dual transcriptional functions. J Biol Chem. 2000: 275 (50), 39411-9.
2. Tezel G, Nagasaka T, Iwahashi N, Asai N, Iwashita T, Sakata K, Takahashi M. Different nuclear/cytoplasmic distributions of RET finger protein in
different cell types. Pathol Int. 1999: 49 (10), 881-6.
18761

1. Imai S, Armstrong CM, Kaeberlein M, Guarente L. Transcriptional silencing and longevity protein Sir2 is an NAD-dependent histone deacetylase.
Nature. 2000 Feb 17;403(6771):795-800

2. Vaziri H, Dessain SK, Ng Eaton E, Imai SI, Frye RA, Pandita TK, Guarente L, Weinberg RA. hSIR2(SIRT1) functions as an NAD-dependent p53
deacetylase. Cell. 2001 Oct 19;107(2):149-59.

et REEVWHRRER

E-mail: do-ibl@ibl-japan.co.jp URL: http://www.ibl-japan.co.jp



