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18871 | Anti-Human | DNMT-1 (DNA Methyltransferase-1) Rabbit IgG Affinity Purify O #92ug/mL | 100 uG | ¥48,000
18861 | Anti-Human | MBD2 (Methyl-CpG-Binding Protein 2) Rabbit IgG Affinity Purify O #92ug/mL | 100 uG | ¥48,000
10281 | Anti-Human | MBD3 (Methyl-CpG-Binding Protein 3) (3A3) | Mouse IgG MoAb O #0.1ug/mL| 100 uG | ¥48,000
10171 | Anti-Human | OGG1 (7E2) Mouse IgG MoAb O 1ug/mL 100 uG | ¥58,000
10161 | Anti-Human | Rad51 (1B1) Mouse IgG MoAb O 1ug/mL 100 uG | ¥48,000
18791 Anti- RET Finger Protein (RFP) Rabbit IgG Affinity Purify O 1~5ug/mL | 100 uG | ¥58,000
18761 | Anti-Human | Sir2/SIRT1 (Silent information regulator 2) Rabbit IgG Affinity Purify O #3ug/mL | 100uG | ¥58,000
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